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e B HRE)  Cotton bollworm Insect Biochemistry and Molecular Biology 2020
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12R(7) Locust Insect Science 2021
RNAHZEY
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TIANScript Il cDNA £—iaRitFIE

—IBAFZREME FFKE cDNA IS E BRS a%E i
KR107-01 20 ulx25 % 500 7©
KR107-02 20 pl X100 & 1680 7
ENES. BRNRERIEEYE, BELRRAMET. R RARA (BXEFI%H)

e - E , TE= 2 —ypsE v ki FERR Fp
RYSEE": BRTHE RNA, TREARRF-REHH #8$4H(14) Cotton bollworm PLoS Genetics 2019
RNA 1R1Ro AZ4#FH(10) Soybean aphid Pest Management Science 2019
REFEFEE: cDNA £E—ESa LLUAE] 12 kb, T4#8(15) Soybean pod borer  Pest Management Science 2020
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B H-Bond BF, RNAABEFE, AEESN ey, — DR GRRXM EAXE5E)

N N R ki RERR F
THES: JEERMMEFEENERAERIAKF, IERE(1)  Bemisia tabaci Cell 2021
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e . - - . TN (2) Diamondback moth ~ Nature Communications 2020
EEREE: AFURE Mix, REMNER. 5%, ddH,O Erl# T (23) Mosquito Nature Communications 2019
17 Real-Time PCR & [, IRME(24)  Bemisia tabaci PNAS 2020
ROX KIE: SIhEstpy ROX 2K, FHRERE, LR ER, BLUREY(25) Asian tiger mosquito Insect Biochemistry and Molecular Biology 2020

$2R(17) Locust Insect Biochemistry and Molecular Biology 2019
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Insect Biochemistry and Molecular Biology 2020
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